the known linkage groups.
other commonly wed test loci, moy in fact be rituoted well beyond those portions of the linkage groups that ore alreoo'y marked. A series of crosses testing such mutontr for linkage with genes mxking the present extremes of each linkage group would in all likelihood extend the mops.
Genes useful or markers in such tests ore summarized in the table. It will be noted that the left ormr of III, IV end V ore virtually unmarked, except for loci new the centromere. 
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